. DGGE band profiles. Details of the co-occurrence pattern of Symbiodinium types are shown in Table 4 . Colors of band codes correspond to clone sequence names in Fig. 2 . The additional bands that are not scored may correspond to symbionts present in low density or those that are minor copies of intragenomic variation in nrITS2. However, we obtained no clones with the same mobility in the DGGE analysis, and no additional types were detected by cp23S and mtCytb markers. Thus, they were considered likely to be fragments caused by PCR errors, heteroduplexes, or folded fragments caused by the GC clamp.
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